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Genetic Background of the Brazilian Population

Américas (1500: 2-5,000,000) Africa (1500-1866: 5,000,000)



Brazilian Admixture
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Largest epidemiologic study in Brazil
15.105 public servers (35-74 yrs);
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ELSA Brasil — Largest epidemiologic longitudinal study in Brazil
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Brazilian Reference Genome- Strategy

1. Leverage investment made in cohort studies (40.000 genomes):

ification: T VIR
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2. Harmonization of clinical data: DR H
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3. Sequencing; ( ! EpiGen-Brasil
4. Data access.
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GENOMA REFERENCIA BRASIL - Strategy

1.
2. Use Unified Public Health Service (SUS) to scale to 200k genomes:

1. Eletronic Health Records:

2. Cost of sequencing;
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